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CORRECTION Open Access

Correction to: Bacterial community ")
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characterization using 16S rRNA sequences

and associations with environmental

factors

Ju-Hyeong Park'", Angela R. Lemons?, Jerry Roseman?, Brett J. Green” and Jean M. Cox-Ganser’

Correction to: Microbiome (2021) 9:15
https://doi.org/10.1186/s40168-020-00954-2

Following publication of the original article [1], the au-
thors identified an error in Fig. 3. The color highlights
on the school IDs (X-axis tick label) and the cluster
name for the four clusters were removed.

The correct figure is provided below.

The original article can be found online at https://doi.org/10.1186/540168-
020-00954-2.
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The original article [1] has been corrected.
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