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CORRECTION

Correction: Novel trends of genome
evolution in highly complex tropical sponge
microbiomes
Joseph B. Kelly1,2*, David E. Carlson2, Jun Siong Low3,4,5 and Robert W. Thacker2,6

Correction: Microbiome 10, 164 (2022)
https://doi.org/10.1186/s40168-022-01359-z
Following the publication of the original article [1],
the author reported that the affiliations were incorrectly
assigned.
This has been corrected and the original article has
been updated.
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