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Correction to: The microbiota-gut-brain axis =

participates in chronic cerebral hypoperfusion
by disrupting the metabolism of short-chain
fatty acids

Weiping Xiao'?', Jiabin Su'?*, Xinjie Gao'?, Heng Yang'?, Ruiyuan Weng'?, Wei Ni'

“and Yuxiang Gu'**

Correction to: Microbiome 10, 62 (2022)
https://doi.org/10.1186/s40168-022-01255-6

Following the publication of the original article [1], the
author reported that there are grey boxes in Figs. 2K, 3D,
and 4D. The correct figures are provided here.

The original article has been updated.

Author details

"Department of Neurosurgery, Huashan Hospital, Fudan University, Shang-
hai 200040, China. ?Institute of Neurosurgery, Fudan University, Shang-

hai 200052, China. *Shanghai Key Laboratory of Brain Function and Restora-
tion and Neural Regeneration, Shanghai 200052, China.

Published online: 04 May 2022

Reference

1. Xiao W, Su J, Gao X, et al. The microbiota-gut-brain axis participates
in chronic cerebral hypoperfusion by disrupting the metabolism of
short-chain fatty acids. Microbiome. 2022;10:62. https://doi.org/10.1186/
540168-022-01255-6.

The original article can be found online at https://doi.org/10.1186/540168-
022-01255-6.

*Correspondence: hsniwei@fudan.edu.cn; guyuxiang1972@126.com
"Weiping Xiao and Jiabin Su contributed equally to this work.

2 Institute of Neurosurgery, Fudan University, Shanghai 200052, China

3 Shanghai Key Laboratory of Brain Function and Restoration and Neural
Regeneration, Shanghai 200052, China

Full list of author information is available at the end of the article

©The Author(s) 2022. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or

other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this
licence, visit httpy/creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativeco
mmons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
https://doi.org/10.1186/s40168-022-01255-6
https://doi.org/10.1186/s40168-022-01255-6
http://crossmark.crossref.org/dialog/?doi=10.1186/s40168-022-01277-0&domain=pdf
https://doi.org/10.1186/s40168-022-01255-6
https://doi.org/10.1186/s40168-022-01255-6

Page 2 of 4

[e]
<
Q
8
*
£
®
<
[
o o o o °
S £=1 =] S
© © < N

(jw/Bn) poojq snouaa |eyod
JO uones U0 a4

(2022) 10:70
BCCAO

Sham

Xiao et al. Microbiome

< c
- L
]
* ﬂ M
% ~
H L]
N
-
m e
=
g
m * 8mm
c|8
+ ~EIE
3
emm
£ 0 ®
2
<
%]
)
+ o |
8
- _m
. . 3 d @
) « -

30ua9saIoN|4 %

BCCAO

£
«
<
7]

[9A3] VNYW dAle|9y

8 8 8 °
sydAio g Jad

$]199 39]q0B ainjew Jo JaquinN

Muc4
* %k k

Muc2

Sham BCCAO
* %

% %k %

£
)
RS
w o

IL-10

IL-6 IL-4

IL-18

ns

TNFa

e & 3 & &7

19A3] YNY W dAnEDYy

-

Sham
BCCAO

1

ZO-

5

claudin

occludin

¢ Tﬂ
—mo
.o °
| | | | | |
o e b 3
- - o o

[9AS] YNHW dAje|oY

o o

a ‘
(%) wnusjoeqopyig™ 6

40 9duBpUNQE dAIE[OY

o o =3
© -

N
(%) eeaoeya10n0.d ™ }
0 d2uEpUNqE 2AlE|3Y

Sham BCCAO

Sham BCCAO
ns

(%) wnipyso;y™ B
J0 aduepunqe aAejRy

Sham BCCAO
* %k ¥

Sham BCCAO

o < o

© < N 5
(%) [wnuazoegnz]— 6 (%) sn220204doy ™
10 92UBpPUNQE 3ALEIOY

Sham BCCAO
% % %k

) 1) T

« N -

o o o

(%) aeo2R22090UILINY
J0 9duepuUNqe aARE[RY

e o )

- ~N ~N
) sapirosapoeg™ b
O aduepunqge aAne|RYy

® BCCAO
= Sham

Sham BCCAO

Sham BCCAO

*
*
*
)
]
w
y
L]
* o
*
* L]
N Ca—
L]
| ) |} | | |
o o (=3 o
o o o
© < N

Xapui |oeyo

we o °

02 -

T T
°
S

0.1
01 4

(%+2'6) 20d

Sham BCCAO

10 @dUBpUNQE BAIEIBY

Sham BCCAO

(%) e
10 @duepunqe aAle|Ry

Sham BCCAO

(%) ennejg™— B
40 @ouepunqe aAle|oy

0.0 0.2
PC1(54.59% )

-0.2

-04

02 4
-03 4

Fig.2 .




Xiao et al. Microbiome

(2022) 10:70

Page 3 of 4

Fig.3 .

F

Acetic acid content

(ug/g)

150+

100+

50+

) 1
Sham BCCAO

Propionic acid content

(ug/g)

4=

3=

2~

1

0=

m

Relative mRNA level

Sham BCCAO

-
(¢,
1

Mean intensity

-
(=]
1

o
o
1

e Sham e BCCAO
9 % * * * *
4 ° Y °
L ]
L]
3= °
hd Y
2¢ °
°d oo ° L4
1+ :
NIE ﬁ ﬁ i :
TNFa IL-18 IL-6 IL-4 IL-10
ns *
. 035+ 2 54
: g .
€ o304 ° s
[*] o o 2
55 . 253 ..
‘G O 0.25- )
g 2 o 2 24
L <)
“;:, 0.20+ § 14
o 3
0.15- T 0-
Sham BCCAO Sham BCCAO




Xiao et al. Microbiome (2022) 10:70 Page 4 of 4

s v W Pugtrit

FMT every other day

LPS challenge,

D(-27~-20) D(-18~-4) D(-3~0) D(21-23) D(24) D(25) D(226) D(27) D(28-33) D(34) D(35-36) D(37) IMT,
sacrifice
Antibiotic Daily
treatment FMT Sham/BCCAO SPT OFT TST FPM MWM FST
o S+FMT(B) e S+FMT(S) e B+FMT(B) e B+FMT(S) 04 il
o
B C / it
0.24 -
N
g [ )
i; 0.04 @/
3 3 § o e
° °
b
8 g -0.34
s H
o - -0.44
7]
-0.3 -0.2 -0.1 0.0 0.1 0.2 03 04

PCol [25%)]

W s+vre) [l S+EMT(S)

F W s+rvre) [l B+FMT(S)

Fig.4 .




	Correction to: The microbiota-gut-brain axis participates in chronic cerebral hypoperfusion by disrupting the metabolism of short-chain fatty acids
	References


