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Following publication of the original article [1], an error
was identified in Fig. 4. The correct figure is given below.
The original article [1] has been updated.
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Fig. 4 (See legend on next page.)
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(See figure on previous page.)
Fig. 4 a (i) Old mice had higher intestinal permeability measured by FITC-dextran assays than young animals. (ii) Old mice fed GOS had
significantly increased MUC2 expression (*p < 0.05). The expression of TFF3 and RELMb tended to increase in the GOS groups, but differences
were not statistically significant. (iii) Paraformaldehyde vapor fixation and subsequent PAS staining showed increased mucus thickness in old mice
fed the prebiotics diet. b Inflammatory biomarkers were modulated by antibiotics and GOS. A 2 × 2 × 2 ANOVA test showed (i) increased serum
IP-10 in GOS-fed animals without antibiotic treatment and in antibiotic-treated animals fed control diet. (ii) Serum IL-13 levels were higher in
young animals than in old animals in all groups. (iii) IL-17 levels were higher in antibiotic-treated animals than in animals without antibiotics. (iv)
IL-6 was increased in antibiotic-treated old animals (GOS and control) compared to old animals without antibiotic treatments and elevated in
young animals treated with both GOS and antibiotics. (v) Eotaxin levels were higher in GOS-fed animals without antibiotic treatment, but lower in
GOS-fed animals that received antibiotics, regardless of age. (vi) Expression of TNFα quantified by RT-qPCR was higher in old animals compared
to young and reduced by GOS treatment in old animals
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