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Following publication of the original article [1], the
authors reported that Fig. S8e is incorrect. The second
and fourth columns were mistakenly the same, as a result
of a data pasting error. The authors provided new Fig. S8,
and confirmed that this correction has no impact on their
findings and conclusions.

The updated additional file is included here and origi-
nal article has been updated.
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The original article can be found online at https://doi.org/10.1186/540168-
022-01430-9.

*Correspondence:

Cen Xie

xiecen@simm.ac.cn

! State Key Laboratory of Drug Research, Shanghai Institute of Materia
Medica, Chinese Academy of Sciences, Shanghai 201203, People’s
Republic of China

2 School of Life Sciences, Shanghai University, Shanghai 200444, People’s
Republic of China

? School of Chinese Materia Medica, Nanjing University of Chinese
Medicine, Nanjing 210023, People’s Republic of China

4 University of Chinese Academy of Sciences, Beijing 100049, People’s
Republic of China

> Shanghai Key Laboratory of Regulatory Biology, Institute of Biomedical
Sciences and School of Life Sciences, East China Normal University,
Shanghai 200241, People’s Republic of China

©The Author(s) 2023. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or

other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this
licence, visit http://creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativeco
mmons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://crossmark.crossref.org/dialog/?doi=10.1186/s40168-023-01641-8&domain=pdf
https://doi.org/10.1186/s40168-022-01430-9
https://doi.org/10.1186/s40168-022-01430-9

Liu et al. Microbiome (2023) 11:182

Supplementary Information

The online version contains supplementary material available at https://doi.
0rg/10.1186/540168-023-01641-8.

Additional file 1: Fig. S8. L. reuteri improves metabolic control in DIO
mice treated with CQA. HFD-fed mice were treated twice per week with

L. reuteri + CQA (1x10° CFU bacteria, 50 mg/kg CQA) by oral gavage for 5
weeks. Related to Fig. 6. (@) GTT and AUC. (b) Serum HDL-C. (c) Serum LDL-
C. (d) Liver weight. (e) Hepatic mRNA expression of lipid synthesis-related
genes. (f, g) Representative FL-IR images and BAT temperature. (h) Relative
mRNA expression of thermogenic genes in BAT. (i) Representative H&E
(upper) and UCP1 (lower) staining of BAT sections, scale bar: 50 um. n = 8/
group. Data are presented as mean + SD. *, p < 0.05; **, p < 0.01; and ***, p
< 0.001. ns means not statistically significant.
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